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An attempt of isolation of entomopathogenic fungi from corn, Zea mays
Mino HorisHita, KazuHiro liyama, CHisa Y asunaca-Aoki and Susumu SHiMIzu

This study investigated the endophytic fungus diversity of corn, Zea mays. A total of 797 endophytic fungi were
isolated from all 709 pieces obtained from four corn individuals, 13 isolates were identified based on the
morphological traits and sequence analysis of internal transcribed spacers (ITS1-5.8S-1TS-2). They are belonging to
the genus Alternaria, Arthrinium, Ascomycota, Bionectria, Cladosporium, Dothideomycetes, Fusarium, Geotrichum,
Hypocrea, Penicillium, Phoma, Sordariomycetes and Trichoderma, respectively. It indicates that endophytic fungi in

Zea mays are diverse and abundant.
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Table 1. Identification of genera of fungal isolates from corn, Zea mays
by analysis of their rDNA-ITS region sequencing.

Origin Genus Sien?ilf;piis (%)
1 Stems Cladosporium cladosporioides 100
2 Stems Cladosporium sp. 99
3 Stems Alternaria alternate 98
4 Stems Cladosoirium cladosporioides 100
5 Stems Penicillium corylophilum 99
6 Stems Ascomycota sp. 100
7 Leaves Schizophyllum commune 99
8 Leaves Alternaria alternate 98
9 Leaves Phoma sorghina 99
10 Leaves Dothideomycetes sp. 97
1 Leaves Bionectria ochroleuca 99
12 Leaves Fusarium proliferatum 99
13 Leaves Arthrinium sp. 98
14 Leaves Sordariomycetes sp. 100
15 Roots Fusarium oxysporum 99
16 Roots Hypocrea lixii 98
17 Roots Trichoderma koningiopsis 100
18 Roots Hypocrea virens 99
19 Roots Galactomyces geotrichum 98
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