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Plant Biotechnology 38(3):305-310

A multimodal metabolomics approach using imaging mass spectrometry and liquid chromatography-
tandem mass spectrometry for spatially characterizing monoterpene indole alkaloids secreted from roots.
Ryo Nakabayashi*, Noriko Takeda-Kamiya, Yutaka Yamada, Tetsuya Mori, Mai Uzaki, Takashi Nirasawa,
Kiminori Toyooka, Kazuki Saito (*&EEZEE)

Plant Biotechnology 38(3):345-353

Creation of a potato mutant lacking the starch branching enzyme gene StSBE3 that was generated
by genome editing using the CRISPR/dMac3-Cas9 system.

Ami Takeuchi, Mariko Ohnuma, Hiroshi Teramura, Kenji Asano, Takahiro Noda, Hiroaki Kusano,
Koji Tamura, Hiroaki Shimada* (-&{f&#&)
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Plant biotechnology x synthetic biology
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Digital technology for plant phenotyping
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Contribution of algal diversity research to a sustainable society
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DHEBERRIT Elucidation of the point of action of chemical fRAT Analysis of tomatine-mediated formation of tomato
Functional analysis of AP2/ERF transcription factors stimulators with wax ester accumulation enhancing Lignocellulose Characterization of Rice ALDH rhizosphere bacterial community and construction
that regulate the expression of genes involved in activity in Euglena gracilis Mutants Deficient in the Biosynthesis of Cell-wall- of a model experimental device for root secretion
benzylisoquinoline alkaloid biosynthesis BB —48, NI EK, MEHE, KH KK bound Ferulates B FF, BFE E=ENF, B ES
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Protein-protein interaction analyses of triterpenoid Analysis of a sphingolipid glycosyltransferase B3R DELRERRMT In vitro and in silico analysis of rhizosphere
saponin biosynthetic enzymes mutant for the production of useful ceramides Functional characterization of an arabinofuranosyl | Microbiota assembly mediated by saponins
Soo Yeon Chung', s Bz2 #FILF2 ;AR HENT, B=IECEF2 WO #®F, JIE transferase involved in arabinoxylan biosynthesis in | LI E—1, F%& K2, FAK B—', Xl —
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TFOERICERLIFTTHER Bioproduction of vitamin D3 in transgenic IC & BEE DR
Effects of epigenetic inhibitors on the glycyrrhizin Marchantia polymorpha through metabolic Effects of monovalent and divalent salts and Analysis of an apoplastic B-glucosidase facilitating
biosynthetic gene expression in tissue-cultured engineering metabolites on citrate synthase from red alga isoflavone secretion from soybean roots into the
stolons of licorice BRZE FHE, M ZRA', WWEBF, #UE Cyanidioschyzon merolae rhizosphere
BEIR AR, SLE HE82 N @3 X', Al 22 N ®RES, 2R E=E|, FEH FE, LA R EFARFEAER- B | A BXTF, L AR, #EHET, F%
B (BRABR-T-£MIE HtEEEE K& ER (HEX-REY, HEK-FRE S A, g E—2 FAR®B—2 =558 E3G
K-Z, SKIRKXZEENZERIAFTHEE) 2, SKRK-BEIE) R R4S, KEPIRS7, NE AE (mK-&
FH, 2R X T AL X HINY 148,
SREBAMBZR - NA ARIE, ‘BT K-
B CEIKX-BESR SHEAK-E BN
K- SeimtmBlEm, SREeE)
10:18 | 1Aa-05 1Ca-05 1Da-05 1Ea-05 10:18
S HAED o S = AR Y CZITEBHB RTINS A REERD YAARXF XS ICBI BERRZBORBE | IERORT IHHOILBLE & SHMEED
T Y VIRTTEER DT 1B TERHIEIC RS 3 2 EERF OIS EERIT BI3

Functional characterization of reductases involved in
the final steps in a-solanine biosynthesis
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Construction of a triterpenoid production system in
Marchantia polymorpha
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Functional analysis of transcription factor involved
in the regulation of metabolism and flowering under
nitrogen deficiency in Arabidopsis thaliana
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Common basis and diversity of different galls on
Artemisia plants
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Natural and induced variations in transcriptional BETILDOEBE Exploration of subcellular sites for the biosynthesis | Anti-insect activity of a protein highly expressed in
regulator genes result in low-nicotine phenotypes Machine learning model to predict mRNA and storage of phytosterols laticifer of Euphorbia tirucalli
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The evolutionary timing and molecular basis of Feature analysis of MRNA sequence determination Screening of genes encoding a sphingolipid Phosphatidylinositol-phospholipase C4 negatively
emergence of bifunctional phenylalanine tyrosine and development of detailed prediction model of catabolic enzyme by transient expression in tobacco | regulates the hypersensitive response in Nicotiana
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ODD) DHHEfRMT Development of a new analysis method for DHEBERRIT Effects of aconitum latent virus on aconitine
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Analysis of biosynthesis of potato cyst nematode Identification of translational enhancers in the wheat Analysis of NAD(P)(H) synthesis pathway of oil- Characterization of promotion effects of an
hatching factor using tomato hairy roots germ cell-free translation system producing microalgae Nannochloropsis endophytic actinobacterium on the rice growth
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Detailed evaluation and characterization of mMRNA

stability using long read sequencing
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Infection pattern on trichome of shiso by the
damping-off pathogen Pythium myriotylum
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Altered flavonoid profile and lignin structure
in rice mutants deficient in chalcone synthase
(CHS), chalcone isomerase (CHI) and chalcone
isomerase-like (CHIL)

Pui Ying Lam'?, Lanxiang Wang3, Andy Lui4,
Toshiaki Umezawa?®, Yuki Tobimatsu?, Clive
Lo® ('Grad. Sch. Eng. Sci., Akita Univ., 2RISH,
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A search of conditions that enhance the amount of
total soluble protein in etiolated rice seedlings
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Modification of carotenoid composition by over
expression of carotenoid biosynthesis genes
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Production and analysis of transgenic plants of
perilla to increase the amount of functional
ingredients
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9:30 |2Aa-01 2Ba-01 2Ca-01 2Da-01 2Ea-01 2Fa-01 9:30
HEEMR A RM B E U COFRICEF BN | ZEREoRHE ) 70753 V7 IcEB Uil | CRISPR/Cas9 ¥ R T LlC &% DCL2/4 BIEF NSIVICH T ZEPEBER EEEMIED | JERR UV-LED IC K DFEI N ZBEYD UV- | KRERESIE Y XY 2BV HMEADE
IXA 7 KT BEL D AT B s MRS ZOHEE B S ERBEYD | / ¥ T 7T N Nicotiana benthamiana DEH RIEREEDREIL BILE % Cas9/sgRNA BA[C L B0 XX UF/NOD
Metabolome analysis of underutilized parts of BEE CRISPR/Cas9-mediated knockout of the DCL2 and Establishment of plantlet regeneration system and | UV-B response in plants induced by narrow-band | 4°./ LfREE
unripe papaya for utilization as phytochemicals Metabolic reprogramming generates a key DCL4 genes in Nicotiana benthamiana cryopreservation method of cultured cells in UV-LED Genome editing through direct introduction of
source metabolite that coordinates cell number and size | AR FE3R (EEMHF- £ 7 0OEX) Japanese larch B EX2 B RRKR? FHEE, L£#HF | Cas9/sgRNA by a temperature controllable
R RA', 8 iEx23 RS EBE X | during leaf morphogenesis in Arabidopsis INEA B, ZIBEKRER HEF—2 8 EI3, TS, AKFERS A KE4 | atmospheric-pressure plasma in rice and tobacco
R4, BT RE2 ZILERTEN, 88K FFE2S | ZERE AN, (&R DR EE X2 JAa BT A0 (HMHEE- TN A, | @2 mE (REA-BEMEBE 2Hiy | Plnts N .
("REKX, 2(AF) DI EDNARR, 3(#K)FH | #m— FHBEE2 7V v=7U3 (& MR - MKETER) FTEMR), SKRERIREKMA, *KRAK-BR Wl B2 BRE B3, KoK thEES, =
T, ‘THBREA) KB RASL, FEWCSRS, 3¥E=A-BR-4 ) RERSE, DIEE 77, RIRIE—4508 JhEF
P ST Pl ) B3, KR —8* (FEX-RE= 226
CSRS, SHIK-REKM, “EiftEE “HEm
ABe-4mt/, EMA - KNREW, 3F
R-REERZ, SBEAKE- BFEL-1BYEdm)
9:42 |2Aa-02 2Ba-02 2Ca-02 2Da-02 2Ea-02 2Fa-02 9:42
24— hE—DEBEESRICELIHEE | EOTRICE TS TCP SsERFOMEEEENT | EMENEEETFEZENE LT / LiRE B gy I VINVBFBICLZY N EE | YO XFZAF B-WATVEROFIS—F | RRERERIE T 5 XTI & 2 EWHEAD
EF P ORAE A role of TCP transcription factors in leaf IC & % #EIE¥3 X % (Cryptomeria japonica D. BED T Z ALREEDHZEL BILEF Chyl ICLB2FT YR T 1 IYA I | 920 BEBAEE DR
Investigation of complementary gene P related to | development Don) DYEH Efficiency of cryopreservation method using taro BREMOAS Elucidation of mechanism for direct protein
synthesis of flower pigment in sweet pea AN FDRAY, Y Bk BE RPBS, 'S8 % | Generation of pollen-free lines in Japanese cedar shoot apex by heat shock protein induction Regulation of xanthophyll cycle pigment synthesis | introduction into plant cells by a temperature
NEE £, BSRIE Y&V, HIT B33, Al | =245, KT ERA4S, SARES ((QF) Tk | (Cryptomeria japonica D. Don) by disruption of BN XA, &AL, HE AN24 )\ | by Arabidopsis B-carotene hydroxylase gene Chy7 | controllable atmospheric-pressure plasma
B4 ZE P (FERPREZE 28zl | JU—4oRSHE- B, ERF-y S | 9enes related to male strobilus development using ER3 KB ST (BK-PRES 22 | FEH REF, TH EE2 (OAREA-RE W)l B2, TR BRNES, KoK tHEE3, RE
REfy AR, W) Rast 0F Ot CE-BESRNE, gk SORes ) BIEER, SEEWER, FOEA-EHE | P KRAK-RES) B3 ORI RS KR —B¢ (FEAB
B AEETHGE - 575075 = FTZTERFY) sgk-RSYRTA—TT 1 TEGHT. o | LE .:.J/"%  IRAG B, L %% . R RS Stk g2) BEE, 2IPHF-CSRS, SEIAKEM, 42
FAR-ET) BB, 2O (FHMEE- S04, 5% HeHE)
MRHEHE - TRANITA, SERRHEAE - A4 AR ERPT)
9:54 | 2Aa-03 2Ba-03 2Ca-03 2Da-03 2Ea-03 2Fa-03 9:54
Rheum rhabarbarum D7 SR/ A R-ZF )| ¥ O+ XFXF OERHRL B 2ERAEE R BEBEZMICL 2 ALS BEFYERF U—TLYRADY 12— BHMEHRICHSEST | BERIMCHET 2MARTOMBRRERIC | YO+ XFXFICHF D DNA X FILLIRE
N ECtE{CBESR DHERERRIT W= B2 D FLEETS B RAR (Cryptomeria japonica D. Don) fEHERIFE DR DRERHN~N—H— B9 2 HIEE TR SRR DM
Characterization of flavonoid/stilbene Molecular genetic analysis of mechanism of leaf B P4 BE OD AT Morphological marker to optimize for direct shoot | Analysis of a Mathematical Model for Phase An attempt to develop DNA demethylation editing
glycosyltransferase genes from Rheum rhabarbarum | formation in Arabidopsis by using petiole Analysis of generating tolerance to ALS-inhibiting regeneration in leaf lettuce Singularity of Circadian Clock Induced by Local technology in Arabidopsis thaliana
ZH ¥, ERHIERL WE FEE, FIR FEE | elongation mutant herbicide in Japanese cedar (Cryptomeria japonica AN R TEBER (EBER EBEIR) Stimuli W I, Ko EZ2 HHETFRP =6
(ZHKR-FeE) B ER, BEAKER, /KB EZM, /4 | D. Don) using base editing A WAL, BE A2 (AFRATA - #e, 717_\"5'54, IR EET TR RN, St B,
Ex, SERE, saaEx mEee BB, tBEEE, NRAE-, LFH 2R PR - HeHRE) BEER (FEA-PE 2 BELR-2 3
A RER!, 88K X!, BR N (LB |BER. EZF ER, a0 % (HFMEE & A ISEHEY, ‘SRA-ERRE SRR
SESZESE AR 2 ESkEE | MNAT, CHRMERE - RN, SRS BRIk MBS T2, SFF Lk - {EAFE)
FR) HEYIEREERFT)
10:06 | 2Aa-04 2Ba-04 2Ca-04 2Da-04 2Ea-04 2Fa-04 10:06
B2 vBEsRIL VY 7OHFBEREICH | KODA(9-hydroxy-10-oxo-12(Z),15(Z)- 1 RXRETIVEMZFNAEITHICEITS 74 X 75>k (Mesembryanthemum YOA X F X HEILEREEMMEESER | EMBICH T 2ERENSEOHNREED
Ty =45y NEGEFOBRE octadecadienoic acid) IZ & BIBEBERT SHEY | 7/ LMREV AT LAOFEIL ERBA S L XU crystallinum L) 1R X O'FEEASMB AR DIEE | ¥R DEEIT RS
Identification of target genes reducing oxalate DL EREECIER DR ZBInT SnRK2 DHEBERRIT HEEH S Ot EERE b DR Genetic analyses of acquired osmo-tolerant 19 Fluorescent Staining of the Chloroplast Outer
accumulation in Spinach using VIGS Characteristics of the systemic activation of the Functional analysis of the stress-responsive gene Shoot regeneration from cultured hypocotyl and (aot19) mutant of Arabidopsis thaliana Envelope Membrane in Living Plant Cells
)l AT, A K2, I #3, PUFH L3 | juvenile growth of in vitro cultured Populus alba by | SnRK2 in the grass Brachypodium distachyon using root explants in the common ice plant HIFEAN, BANIELE, AREN2 WS | ) BAEB BEE (FEHER-N1AY
mﬂ M1 AR FERY (R /C | KODA (9-hydroxy-10-ox0-12(2),15(2)- a genome editing tool (Mesembryanthemum crystallinum L.) ﬂﬂﬂ 1 AR ER (EEREAN | YD)
2gs SEEEA R octadecadienoic acid) HE#Z'2 ERE, $imK, 8RE AE RN, BF REF, EEEE', John EEEAY Sl
A SRR, SRAEA R B WS, EE B4, EA B Bz am Al (ZEKA-RRERS ‘2 C Cushman®, BT 56 (kB | BT
=B (RRBIK-B KRALKX EERE | mA- BELY) FRRERZN, B/)IX REZMER, 33X
8, SRRIBK-ICAEY) NETKR-U /R, ANK-FREE)
10:18 | 2Aa-05 2Ba-05 2Ca-05 2Da-05 2Ea-05 2Fa-05 10:18
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Exploring p-coumaric acid 3-hydroxylase in
snapdragon
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The effects of local application of the effective
chemicals on flower color patterning in “Picotee”
type petunia
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TALE R X >(C &% DNA RFIRB#ZE N LT
204 X F XA ECTFORN—IEEER
Targeted base editing in Arabidopsis nuclear genes
via DNA recognition by TALE domain

MEBEF, RE—8" REHFRR FER
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Effect of simultaneous treatment of strigolactone-
related inhibitors and cytokinin on adventitious
shoot formation
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EMitE28R1EX 5 = X L DT

Dissecting of natural variation in osmotolerance
among Arabidopsis thaliana accessions
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Development for correlative light and electron
microscopy suitable for plants
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10:30 | 2Aa-06 2Ba-06 2Ca-06 2Da-06 2Ea-06 2Fa-06 10:30
AR =/\F (Carthamus tinctorius L) B3R UDP | K+ RADEHTHZRET 2B FOREICH | {ZH—IEEBIREESR mitoTALECD ZF U\, FIAVIVIVZIDAREFERICEITS |04 X+ 2F Wt-1 & 1T 218525 | BEEIENR T F RZFA U B E fifr- 2
BREES U AVILN SV AT 1 5—ERE | TTOBERT YOARXRFZXFOI AV RUTS /LD A—FVVELVYA NNV OFE | ERERER ORI TL—RERTF REHA—RY TS/ Fa—

04 D =R fR AT Genetic analysis to identify gene that determine the | B/ (2 Effects of auxins and cytokinins on adventitious Dissecting mechanisms of osmosensitive T & DR EE-

Functional characterization of UDP-sugar- juiciness of Mizunasu (Solanum melongena L.) Pinpoint modification of mitochondrial genomes of shoot formation of Allium victorialis phenotype in Arabidopsis thaliana Wt-1 Methods for plant modification using functional
dependent glycosyltransferases in safflower LB (CREREREKHT) Arabidopsis thaliana by mitoTALECD, the site- EEEA, AHZE, REOR THNE I3 sX, 58 ARR Ui WI'H!, #KHE | peptides: nucleic acid delivery methods using foliar
(Carthamus tinctorius L.) specific base-editing enzyme —BB', MR Z8A? (FFEAR-EHRE, |1 KL B (EmREA- N4, 22 spray.ing and ca‘rbon nanotubes hybrids with

PIb L0, MR B2, B EAR EE K RE 2, W KRS BB, FER R 2 Y SE ML) i B EER) functional peptides

2 DB B2 REE M, POE BAES, B2 R, AN E— (RAR-BE ANHR S, Chonprakun Thagun'?,
B, BB ER, BT (HAK HTK-EBET, REKKE) Simon Law!, 2 213, AM £7)'2 (12
BT, 281 Y FSCR—ILT 1 VTR B BAERNE, SRA-RIE SFHE
(), 3h—3—7 L#FR), “HILKRFRILX KNAAFA TV R)

F o FI XH I T 1)

10:42 |2Aa-07 2Ba-07 2Ca-07 2Da-07 2Ea-07 2Fa-07 10:42
HEREERWN TSR/ A REEICKIFT | 1 D ELONGATION OF SILIQUES WITHOUT | S ROV RYUFZH / LREICE 2 < MR HEBIEEICEWTAHILAFEICE L YR | LR R EEMERBE R aod5 DR | BFANEGRFEAEZZAWL, 04X FX
Chalcone isomerase-like protein D852 POLLINATION 1 & 2 RZBERKENLFE | BHERREEREEFORE RBEFYWEDORMGZRI 2 FN——DEIF | Genetic analysis of an Arabidopsis acquired F 01T/ LRSS, 8LV, IRILEY T
Effect of Chalcone isomerase-like protein on HEZFEHT S Identification of tomato cytoplasmic male sterility- Development of a molecular marker indicating osmotolerance defective5, aod5 mutant U—AREHF T ERFE
flavonoid production in yeast Ovary development regulation without fertilization | causative gene by mitochondrial genome editing suitable conditions of plant growth regulators for | /J\tk 48", EHAFR N2, EH WI A, IRHE | Simple Agrobacterium-mediated Infiltration
{85 KA1, M4 B2, FEF MR, fEE 8 by expression of Onyza sativa ELONGATION OF | S FEA, B —2 EIiE EAS, HR callus induction —1 A0A MR (BBEA-/SA A, 28 | Methods Can Be Used for Single-cell Genome
&2, DNk g2, B AE, Pl E (R SILIQUES WITHOUT POLLINATION T and 2 =4 (RK-BERETERES, 2HKA-RRE ABRELR, EFEEA, BRRT MET mgx-4o/ LAty sy—) Editing and Hormone-free Adventitious Bud /

KRBT T, 2ERFA VFSCOR—ILTor VTR 2l (k) &#, KBDET! BIBHA, ., 3OV IDNARFZERT, “SURK-£HRE fed, B @ (FIRAFRTE, HRAE ?omatic Embryo Forrrmation in Arabidopsis thtz[iana
) O BN A BE, bR IR BB 1) KERERNETAN, SURAPEREE SOE A, Pl R R B A AC
B2, BARE, XHERE, RERXE' (E R) A FEE?, 1L & (BHEX-£9ER,
WM TOER, 2EAR-BT, 3RM HHEK-AE)
BRRIK-&1)

10:54 | 2Aa-08 2Ba-08 2Ca-08 2Da-08 2Ea-08 2Fa-08 10:54
BERAICLZNILIVERBROBERE TRAEFEEY V/\VEERETZ YO« |/ Cas ¥ VIV E Cas12f L& 517 X DR Iy HAERA 7 AF 2 —/\— ORI D | BEEMMES O XFXF accession H 518 | IRBEHEBICKITZ2T—RARXY T DE
Inhibition mechanism of chalcone synthase by X+ X+ DOIEH & R HNEREEA FRF SNSRI ZEEM MR IBEEN aod10 | B
CoA-SH Analysis of Arabidopsis expressing abnormal seed | Targeted mutagenesis by a miniature CRISPR/ Development of potato microtuber induction DREREETFRR The importance of case studies in research ethics
R B2, £H KM, FEEH, UHF | storage protein Cas12fin rice technology Genetic analyses of acquired osmotolerance- education
RE|, SREBH. BEER. WTH2  REAE BEEZA WES LAR | BIE, EAE T E—14 #EE MM HA, H)Il— FEKE KBRAS | defective 10 (a0d10) mutant derived froman | R HEF (HERA-BERY)

il = (EIEARRR- T, 28 RABR- BAR EHES, IR E (KRAZK-E%) %1 (OESE - £, E=RA-B %A K-REZ) osmotolerant Arabidopsis thaliana accession
%) KB, EERMA-KRER SEEHA-E BENT. AEBAL B BN EH W
&) IHI, RAFE, KA ER (EREK-
INA A, CETEE BT TFER SEREK
DN A
NLALVTARTA IR

11:06 |2Aa-09 2Ba-09 2Ca-09 2Da-09 2Ea-09 2Fa-09 11:06
ZA — k& O—/\— (Melilotus alba) D ') | V> R OKRERFIEICEIES % FRUITFULL 7K | /B RNA A1 RX U L 7—E% Casd/Cas12j EEEEMRUENYFEEEES AT LD | KB EEUUICEREER T % LED THIE | 7/ /R7Y—J T — MinlON IC & 2 5%
VEARICESEY B p-7IL VY —E Dkes | EOY OEEERT ISHEICEWTEWSY —F NEES Z YT FF LIeSVar98&0 04 X+ XF+0OFE | NNBERRAIFA/ VDT / LAy—0TVY
R Gentian FRUITFULL homolog represses untimely ER-) Development of a bio-nursery system for Angelica | Characteristics of Lotus japonicus and Arabidopsis | > 7"

Functional analysis of B-glucosidase involved in the budbreak during ecodormancy Compact RNA-guided nuclease Cas®/Cas12j acutiloba using tissue-cultured seedlings cultivated with LEDs having a wavelength range Genome sequencing of edible green alga Ulva
coumarin biosynthesis in Melilotus alba BiE BT, TR SR, HHTE. GBS ceaves short target sequences in plants L RIE, (i 5422 S R, BRI | similar to that of sunlight prolifera originated from Yoshinogawa river in Japan
TR &, EE AR, EOEE? (EN | £7 (BEX-E CEFETH ek =0 BE $HER BB EX ER B B ER° O M [ s | &)=, I 5K, BRE EER HS — | using Oxford Nanopore Technologies’ MiniON
KB RATET, S-St - F54) 2) WA 7OE) S ER (ERERT-EiEw, 2RHEF | B2 (KRAIZAKRZFAZREFMIH, sequencer " N
HIEER, MRRHY LS, ELBIEET) | (1) BFE(CS MR B B, SR ER (LEX-Rfas
hARERTA @, ARBK-S S LREA /R~ 2 )

11:18 | 2Aa-10 2Ba-10 2Ca-10 2Da-10 2Ea-10 2Fa-10 11:18
Tt E D isosaponarin £ARICEI5T 2B | ¥ O1 X T XHEEHILAN S OBBBFED | TEHOY / LREE RNPEA EONERAONAAF—H U=V RAFLD | YOAAXFIFICEFZ 727 )—LEYD | 5 LRV NS VR Y 7 ~—ABFERW
{LBESR D ERAT PFANZZL Genome editing of pollen and direct introduction of B S ARBBROERER & £BHEDREE e FARTS Y~ OIS % ST 25
Characterization of glucosyltransferases involved in | Molecular mechanism of tissue regeneration from | CRISPR/Cas9 RNP Development of bio-nursery system in Polygala Elucidation of the biosynthetic pathway and =R - IEBNERABIR DKL BEFR R
isosaponarin biosynthesis in Eutrema japonicum wound-induced callus I E, B EEF, KB R, KZ25B senega L.var.latifolia Torrey et Gray physiological functions of fairy chemicals in Functional analysis of untranslated regions in the
ER 0za, =SB EE, HEHBE. HO | a8 T, ZTE VS, TR EEE, K |73, 3= Ehd IEmE, B (0 ZMER, WA TE, A% 8RR, &R & | Arabidopsis thaliana N halophilism of the common ice plant using genomic
B2 (AT BT, 2Bk -t | ZE2 A RS, LA BT (BI-BE | =970 01 /R—v3>, 2877 X1, Wi, 1 R M e (E MWBRER, A0FER, HEB. MK | and tanscriptomics
I54) ERRE, HREK-IGAEY, SRYTLAKR | A YT -NA ATREZIE, &K SZEH- EfERITEEL, CEAMKRER) w0, =R, BRE, AR NS, M | (hEEBE @ AR ER John C

HE{psh . AEISSTRIORR B AEMIRISE SIST | ITbM, 49T - LIRS /o < [SHBEIEY)) TF (8K REZ FHE KRB, FA  Cushman?, BT 53 (AMNK-B-EWER
S ENH) B¥) BERSN, 2%\ K-U /R SUNKBR
B¥)
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11:30 | 2Aa-11 2Ba-11 2Ca-11 2Da-11 2Ea-11 2Fa-11 11:30
Bioconversion of phenolics and flavonoids to | FLRES A& IEEEBA L= /N8 Z | 7/ AREY v 1 EhONREGFIREE ARNADEBERICETE2A—FT77 | 2TV KNI REETSIAVEHOFELE | EYREDA Y RO—LAEET—5 DERE
their glucosides using E. coli expressing R D MU RIS D AT )5 I —DEE FERIGD AT WEXIRO—LHEET—IR—2R
tobacco-derived glucosyltransferases Analysis for differentiation of tobacco transgenic | Examination of Detection of Foreign Nucleotides in Critical roles of autophagy in the regulation of Effects and initial responses of DBD plasma MetaboBank D&
Nasanjargal Dorjjugder, Goro Taguchi cells expressing the morphogenic regulators Genome-edited Potato by k-mer Method regeneration in rice callus irradiation on Marchantia polymorpha Reanalysis of Metabolome Raw Data from Plants
(Graduate School of Medicine, Science, and | &7 80", 7)1| 3, BerbudiB. Pratama!, | &A& B¥'?, kH EE3 HTHID, HBEE RAEEAR, RAFKB, AN BENL FEIE | L £F, BN BE2 5 —%F23, HAA | and Construction of MetaboBank, an Integrated
Technology, Shinshu University) HINEF2 (FERREE 2TEA-fEY | T FEME, NhRes >4 (BRKR I, B AR TR R % EMES (A | ER2 2 NE (HUERA-EI-GA Metabolome Database
AFREWEELY 5 —, 3FEK-IAAR) 2BRA-OTRI, EFFHEHS, “ZERF-CSRS) BHEFERA- T, SRMEEA-A0RE, | YRS 2k 206 CEARSEHRy | RIEZE, K2 B 3SR F
SERA-WREMRZIE, FORA- BRRER #) T BB AT, EEER, R0
(B2), SE=ERIA-ET - ISEEY) RE &—4 BE EmEs e IAS vk
TOERT, 1B P4 £ JES I =a,
BHIER ("9 S DNAFF- TEYIDNAREATY
W=7, 2mRR-EFEW, SREFR EHER
%, “E&(cHf-DDBJ, SEBHICSRS, ¢(#%) VAL
7k, TEBHIR-H, SRELRA- BRBFHE
=)
Z DAttt
11:42 2Ba-12 2Ca-12 2Da-12 2Fa-12 11:42
VOA XFXFICRIT BMMIEEEY F U 558 | GABA SBBY / AMRERNTY RDIEXARNL X VOA XF XFHRBEEREICE T 2ERE EREYLSYFICE TS 2 D20D/N\—THF1
M DR SAETCORETE A 2 ABCG HIAE DRI
Structure analysis of cell wall-cuticle continuum in | Characterization of cultivation performance of a Functions of chloroplast in cultured green cells of Characterization of two half-size ABCG transporter
Arabidopsis genome-edited high GABA tomato under salt Arabidopsis genes from a lipid-secreting medicinal plant
ABE RE™ FFE B3, A0 AR, O 48 | stress conditions N THARERT, 1TH B2 (TRBRATK - Feid Lithospermum erythrorhizon
F,ORAEE, tHRBE (ERH-£9 B AT, BE R, 5 257 sl 2, ZRIRAK-BIEE) mE B, 'R, &AHE, §LE,
TOEX, REEITREMEE - X MY, 3R | BB TEE (RERK-EYER 2R HFEETF, PL KX, SRR, K —
RAZEAZER RASUYLIARR FSERIEM KRR D < [SHBEEY 1/ X—2 3 VIRt 2 (REKR-EFH, MEMNK-IE)
FHEES) VE—, MFTFyII—R ), EK
EBRER)

11:54 2Ca-13 2Fa-13 11:54
T/ LMREY Y RINSDOXIILETYHY S EXYVYARITHEORIAFVST—F
ERDIEL & BT (Prx34) DRIZEIC & D4E DT
Production and Analysis of Null Segregants from Production of a recombinant peroxidase derived
Genome-Edited Gentian Plants from Physcomitrium patens and its characterization
AR 8% FHEeF, #EER, F Rk ET, P HE, A k2 (EsRhk:

T&, aBE—", BAE—H", [ZE, EYTH, SAHKR-EYITF)
INHES 2, RE R NE G, NEEER
(EFEIHE, EFEHR)

12:06 2Ca-14 2Fa-14 12:06
T/ LMREWENE WVENECT 2 ERICIE? N—HL v k&7 aAYF I OBEBMEED
=04 XF XS BENEEFHITRAT EHEHEDORHER
Efele— Production and confirmation of intergeneric hybrid
Factors affecting genome editing efficiency in plants between Argyranthemum frutescens and Anacyclus
Rk BKV234 IRE IR0, RS s pyrethrum
ST BAZE2. I E—1346 (T ERRFFILAS - A B sAE (BRI EWEM - FEEMt)

i, 2Rt - BIETH, SHEETIIARE 4 d
F/, MEETMIUK-KNREW, SEiftEE -8
I, CERAK-R)
12:18 2Ca-15 2Fa-15 12:18

BE-BRITTOY / LREICHT 2EE
FBRBL & BB

Public understanding and awareness trend for the
use of genome editing in the field of agriculture
and food

SERZ, RHFER, HUN, REAA

P RF, B TR, EH R (R
8 EEEEAR MR, ALY
NRZ, SEMKE BREZERMRERR)

B 65 SOMEERL V77U HAROK
ZFD TG-CMS DREEGFEAMNT & 2 Diglt
OERXORE

Analysis of genes responsible for male sterility and
a mode of fertility restoration in TG-CMS with the
cytoplasm of Taichung 65 and the nucleus of
African rice

HHEESR mH#BZ2 EENF, B E
= EEEEY RHRE SMESS &
5 #as Bl s (RIbR B2 28
R SEACBE-RAEdG, KBE
SIER-Be =)
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FRefEl Azig Bz Cas DE=S) E4i Fsi5 S
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14:00 | 2Ap-01 2Cp-01 [ENY 2Dp-01 2Ep-01 2Fp-01 [ENR% 14:00
TUSVIRBRRENGT SR/ A REGHD ATHRY VT I FUNERREEA XD Nicotiana benthamiana as a production NAVORBT/INA ZZBWc mRNA DR | kY K OERFIEICHS T2V v REVED
f#ER R platform for bioactive triterpenoid maslinic | HIC & 2TEYIDRER b L ABUTEORFE | &3
Elucidation of Primula-specific flavonoid Analysis of Malaria vaccine antigen high level acid Detection of miRNAs using microfluidic devices for | The role of jasmonic acid in the regulation of fruit
biosynthesis expression rice Jutapat Romsuk?, Shuhei Yasumoto™?, Ery nutrient stress diagnosis in plants set in tomatoes
AH B2 Ba 8% THEX (EH IOk ERT, BA E, hE AR, BE Odette Fukushima'?3, Kenji Miura%, Toshiya NI 55—, BFHOEE (RHEX £YHE B I&ET, BEF REE—B, RBF=
CSRS, 2HA-4EMER- iHFAEY) B, 55 S 8% M1, BH SR Muranaka'?, Hikaru Seki'2 (1Grad. Sch. Eng,, | FIoeTIARIR > 5 —) —4 NIB ERFS, TTARIRETS, MRS,

AEEAN? FEES BN EE? (R Osaka Univ., 20TRI, Osaka Univ., 3Universidad THEE>, BRZ2T (FIRKRR - & dnithERe
%Kﬁj{ﬁ'iﬁigﬁ, CREBNEE 'i‘tﬁt, Regiona| Amazodnica IKIAM, 4Fac. Life and ?, Zﬂfﬁﬁ'iﬁlﬁiﬁ, SFUR AR - EmIRE
SFERZ- JOTAYA IV RV Y —, 48 Envi.,, Univ. Tsukuba) B, ARTFEE - AT, SEERF-CSRS, °4&
WHERE) KBe- 4R, "SUKK-T-PIRC)

14:12 | 2Ap-02 2Cp-02 2Dp-02 2Ep-02 2Fp-02 14:12
Important roles of PGDH-mediated serine B-NOTF v EREICEES BB TFRIRX Characterization of Eutrema japonicum IR IC £ 17 2EERTF SGRS Offas | S TIAT YD 8 7 X /BT F R LjPepdt4l
synthesis in thallus growth, male + R methylthioalkylmalate synthases on their AT IC & 2 IRIGEF MO BEE
gametogenesis and metabolism in Genetic engineering of eggplant accumulating B- roles in methionine-derived glucosinolate Analysis of the transcription factor SGR5 that Eight-amino acid peptide, LjPep914L, inhibited the
Marchantia polymorpha carotene in fruit biosynthesis functions in the drought resistance mechanism release of root border-like cells in Lotus japonicus
Mengyao Wang', Hiromitsu Tabeta'35, S E—BR, FEHEXKS HEBEAN, BER Dheeradhach Medhanavyn, Toshiya EH B2 AR BT, Fa B % | BEF W05 (Rak-RE)

Kinuka Ohtaka'6, Ayuko Kuwahara, Kiminori M2, FoEEH, SEET LR FRE, Muranaka, Shuhei Yasumoto (Graduate 232, XHER, BERIHN2 (ERH-
Toyooka', Mayuko Sato!, Mayumi Wakazaki’, TH B33, IR B2 ('EBaK-B¥, 2K School of Engineering, Osaka University) EYMTOER, HUEK-BREY)
Hiromichi Akashi', Takayuki Kohchi4, Ryuichi AR-BREZE, SKIRAK-BES)

Nishihama*8, Keisuke Yoshida’, Ali Ferjani®,

Masami Yokota Hirai'? ('Yokohama Inst.,

Riken, 2Grad. Bio. Sci., Univ. Nagoya, 3Grad.

Arts. Sci., Univ. Tokyo, 4Grad. Bio., Univ. Kyoto,

5Grad. Bio., Univ. Tokyo Gakugei, 6Grad.

Chem. Bio., Univ. Janpan Women's, "Lab.

Chem. Life Sci., Inst. Tokyo Tech, 8Fac. Sci.

Tech., Sci. Univ. of Tokyo)

14:24 | 2Ap-03 2Cp-03 2Dp-03 2Ep-03 2Fp-03 14:24
A ARBICH T B HEFOEREGHE LS ZFEIOTE—Y—EEILT—EERAW: Distinct alterations of lignin biosynthesis in | KLU/CYP78A5 &0 F 0 27 v 7 ABEICE | Micro-Tom DR kU TS5 bV SREEGTF
M ORERFIZE SRR LM R DR genome-edited rice mutants deficient in two | 5 U, SRR BIFEMMIA b L AMEZR LS | DWARF14 RIBZ R D1 5T
Time-series variation of volatile organic compounds Enhanced saccharification of rice straw by 4-COUMARATE:COENZYME A LIGASE genes €3 Characterization of dwarf14 Mutants Defect in a
in soil under soybean cultivation senescence-induced expression of cellulase Osama Ahmed Afifi'2, Yuki Tobimatsu®, Pui | KLU/CYP78A5, a cytochrome P450 monooxygenase | Strigolactone Receptor of Micro-Tom
5 0nD, B EE iERE, 55 SHED, BEEE BIE HIER Ying Lam®, Andri Fadillah Martind, Takuji | [9entified via FOX hunting, contributes to cuticle | 1815 4b3)1, 54 B—2, M B2 #F %
B (FORA- BEMARNE, BB RE T, PH = GRk-RR) Miyamoto, Yuriko Osakabe’, Keishi blosynthesis and improves various ablotic stress | 53, gphf s A, STE, MR =HA ('3
24, IW-BRC, SURA-AHBEER) Osakabe’, Toshiaki Umezawa'® (Research | ser v ||\ C gkt i 22 s & AR DI, SURK-T-PIRC, WA

Institute for Sustainable Humanosphere m2 b E 3 Y=t | B ATHERK-C-Bio)
(RISH), Kyoto University, Japan, 2Faculty of B, BE N A T '_._E# b\?& '
Scienc,e Al-Azhar Univerlsity Eg’ypt 3Graduate SRE A, AR S Ui}?\’lﬁj{./\{#'
' o o ' ERI-EMTOER, SEREW- £k ‘R
School of Engineering Science, Akita EEA- AR
University, Japan, “Research Center for
Genetic Engineering, National Research and
Innovation Agency (BRIN), Indonesia,
>Sakeology Center, Niigata University, Japan,
6School of Life Science and Technology,
Tokyo Institute of Technology, Japan, “Faculty
of Bioscience and Bioindustry, Tokushima
University, Japan, 8Research Unit for
Realization of Sustainable Society (RURSS),
Kyoto University, Japan)

14:36 | 2Ap-04 2Cp-04 2Dp-04 2Ep-04 2Fp-04 14:36
TVYT—yavicdDBRRULIVESR Switching Localization of an Arsenite Measurement of ROS activity by luminol- BRE/\Y FRT Y TS5 M5O DREB/RED | GCaMP3 ZAW Y O4 X F XFDEVWER
MR 7 o)LL EER DR Transporter PvACR3;1 Using N-Terminal based assay in Nicotiana benthamiana, TEICTFOEBE X ORIRET 2T IVIERIER DT
Acyltransferase in cell culture of Sesamum indicum Region of a Boric Acid Channel AtNIP5;1 Arabidopsis thaliana, and Brassica rapa subsp. | Isolation and expression analysis of a dehydration | Elucidation of Odorant Sensing Mechanism in
L. expressed by elicitor Abhijit Arun Daspute1, Daichi Wasaz, Keita rapa responsive element binding (DREB) transcription Arabidopsis Using GCaMP3 Calcium Indicator
BEESER?, MABE B3, AR ER. FTHE Muro’, Junpei Takano' ('Osaka Metropolitan Lalita Jantean', Kentaro Okada', Ken-ichi factor gene from the Antarctic moss Grimmia RABER, KB IR, EA=H, EHIE
%' ('EBHICSRS, 2HX-4&H, SHX-R University, 20saka Prefecture University) Kurotani', Michitaka Notaguchi'23 lawiana - ®32, LN SR (HMEX-BRE, 28EKX-B
&, ‘BXINE) ('Bioscience and Biotechnology Center, Univ. @1’ I}% R, @ﬂ %‘i PEH B, mT)

Nagoya, 2Grad. Sch. Bioagricultural Sciences, A# AL (1%%;%7('&%\5 AP, AR,
390 HEAR|SA AgriEoc, gEas

Univ Nagoya, 3Institute of Transformative Bio- IR -EafS, HRK-RF)

Molecules, Univ. Nagoya)
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14:48 | 2Ap-05 2Cp-05 2Dp-05 2Ep-05 2Fp-05 14:48
BIEEICRIFTZR) 7 /—ILRERED B RED fHDEIEEEY DRRFIC Histone chaperone NAP1 proteins are JOA X+ XFTREEERSUETER sloh1 | KNOX EREHFF KNAT7 OREBEEAKICH T
FEAT MFfeAVILRNSYZIR—F—& U VN involved in nitrogen deficiency response in DT 3 BEMRERE ORAMBRA
Analysis of polyphenol metabolism in Arachis SV AR—5 —DiE{t Arabidopsis thaliana Genetic analyses of sensitive to long-term heat 1 Analysis of an irregular xylem mutant lacking
hypogaea Enhancement of potassium transporters and Linnan Jie!, Miho Sanagiz, Yongming Luo?, (sloh7) mutant of Arabidopsis thaliana transcr.iption factors involved in secondary cell wall
B)IBF, Chaiwat Aneklaphakij'?, JE& & phosphate transporters to develop fertilizer-saving maguchiz, Junpei Takagi?, Takeo Sato? WA, AP N2 EHE WA, IR 3 | formation
2B, Ik B! (RRIEHA - BT, Plants for sustainable agriculture ('Graduate School of Life Science, Hokkaido —1, AR B (RREA-/ A, Ry |BOEL SRESE, BEED IR EK
?Mahidol - %) ZH—, WEH 22 B @5 (RRT University, 2Faculty of Science, Hokkaido | A7/ Lz 9 —) BB F2, =W HTS Al EE, e H

BRI, ZRRIRIA B/ 4 = universityy ' 2, WO A (HEKR-B-ET, MK
7 2) KB EmBlE, k- 8)

15:00 |2Ap-06 2Cp-06 2Dp-06 2Ep-06 2Fp-06 15:00
1 FAIEEMEEBREFE Y FTULE OSERAT BILFWE A RDEZEA kL RIHE Elucidation of drought tolerance displayed by | ¥ O+ X + X+ REIERLEICH T 2EEHE | SRS LD X5 —RFOHKEHIEEE
MESHRDOREFR DEAT the expression of glycine-rich repeat regions | il R4
Engineering of bioconversion system of taxane Mutation of OsERAT gene affects drought stress of spider silk in tobacco Post-transcriptional regulation in long-term heat Regulatory mechanism of expression of a key
compounds in yeast and yew cell culture response in rice Shamitha Rao Morey-Yagi', Yoichi Hashida3, | response of Arabidopsis regulator for fiber cell differentiation
BB, BF MRS SREH NEH R, Al B2 BEE kA, B Masanori Okamoto?, Masaki Odahara?, Keiji |28 B3, A7 55, BE —, FUH T  FE DHD! BKER, RAESE, XH
R, RRRE, BILBSE, SEEE TR (ERE-CYERAE, ERE Numata'? ('Laboratory of Biomaterial & REF— KRl EREX/TA) | B, =REES Al S, )is 5
Rl —s2' ("RK-EEH, AUBE=HE ot - 20 - BT IRHLAR, SHRMF - CSRS, 43K Chemistry, Graduate School of Engineering, WO A (BEXR-BRET, 2ERT-£Y
RBSATHA IV ALY S —) K- aRER) Kyoto University, 2Biomacromolecules 70EXR, EKR-B)

Research Team, RIKEN Center for Sustainable
Resource Science, 3Faculty of Agriculture,
Takasaki University of Health and Welfare,
“4Center for Bioscience Research and
Education, Utsunomiya University)

15:12 | 2Ap-07 2Cp-07 2Dp-07 2Ep-07 2Fp-07 15:12
EYO7 x/—IVEETL ) EEROERM REMERBRIC L D AtGolS2 fAIZR R TS Up-regulation of cell division and vascular | FETEBRILEE U fotEY) IC & 1 DR BRI EE | £ 7 ORTEICE L2 EEF OREK (2)
BNEMEEIES 7 I/ BESORNT KT AtSRSK2C #BIZ R T T DFZIERA ML R development-related genes of host plants is | DA Exploration of Flowering Regulator Genes in Swertia
Analysis of an amino acid region responsible for the i M R oD S not caused by the mechanisms similar to Caracterization of disease defense response Japonica Makino (2)
regio-specificity of plant aromatic Trait evaluation of drought tolerance of AtGolS2- or tissue reunion in the parasitic interface mechanisms under humic acid treatment in plants | o125 f&AR", )1l e, ILAFET, RA &
prenyltransferases AtSRK2C-transgenic poplars by the semi-confined Jihwan Park, Koh Aoki (Grad. Sch. Agric,, AH—F', 1Bk &342 Bk BE? ('FY |X, #HBF @2, JIREXS B Fis
B R, WS RN. B8 REL B R screen house trial Osaka Metro. Univ) 70K, RALREBHKERE LYY —EY 27 GRS, BHFES (EREEH 28
583, Alain Hehn*, &l —%' ("RKA 4% BE K, K& 2023, W R, Bt BT t, 2h 9 EDNAM, SBHRIINEFEYE,

B, GRBXIEA-E LOAR- SRR, B4, 8 MBS, IO A5 (FUEA- CEHENRIER SOAHEES)
4L O L—3XK/INRA) - B TIBRE WP 2REERK - Lk

BIZERT, SERRA-Be-#iRiE, “SRK-&

WRER, KA T-PIRC)

15:24 | 2Ap-08 2Cp-08 2Dp-08 2Ep-08 2Fp-08 15:24
LZHYFOYIAZVEARRKICEDZ 220 FERREYERICE T 2BRLNILDOT Y Targeted base editing in the mitochondria | FTIR St@{t# L ALZMAEIC L 2 I LFOF BEEN T v 7Y 7D Cd IR K T > AR~
4-coumaroyl-CoA ligase DHERESSIE KR=ARYHTLy2ayENURITZ genome of Arabidopsis thaliana BISEZOT7 7 AUV T Y —EEFOI/O—=VY
The functional characteristic of two 4-coumaroyl- FOZ v 77 tRNA-gRNA O 7Ot > >V 7D Chang Zhou', Issei Nakazato', Yoshiko Profiling of high temperature response in wheat by | Cloning of a putative Cd transporter gene from a
CoA ligase involved in shikonin biosynthesis in EZHIUVYT Tamura', Nobuhiro Tsutsumi', Mizuki FTIR chemometrics and chemical fractionation halophyte Salicornia europaea N
Lithoseermum erytfforhifgn Translational amber codon suppression to monitor Takenaka?, Shin-ichi Arimura’ ('Graduate T4, SalmaOsman?3, REFPA2 | BLRE, NNEF REX (RRBX-&E
Mt z= %'5‘11, e fﬁ%*% 1’ xS §1’ | proccessing of polycistronic tRNA-gRNA in School of Agricultural and Life Sciences, ] gﬁ;l 1L 55 ?@gj{ Abu Sefyan Saad3, YIEXES)

B2, A, T B—ER R — transformed plant cells . University of Tokyo, 2Graduate School of | lzzat Tahir’, 375 8¢, BIF fkts'2* (B
21 (RERFE AFERIER, HEEKRZ #f8 —{='%  Mohammad Moniruzzaman? Science, Kyoto Uni\;ersity) KRBT - FELs, 2BIAR-EE, 3 X—%
EYBRELPE, SHREERER S Bl B (BRA-EH, BRAR- B28H ' v REWREHE, SBIUK- )
BESER, SRS EBRSEHER) #,OBMAR Y AT LABARE)
15:36 | 2Ap-09 2Cp-09 2Dp-09 2Ep-09 2Fp-09 15:36

N AT« v /¥ (Pistacia lentiscus) A3 D
EREBEEREE cs- 7LV R
7 15— OHRERRRT

Identification and functional characterization of a
plastidial long-chain cis-prenyltransferase from
Pistacia lentiscus

Heimsl, BERER, MR8, sk’
=2 W3, FEZE, LOBES, Bl
wES, AL F, BiE TR (FEbK-B
T, 2HEIEK-FHIX T AILAHNY Y, 3&
RA-Be- BARE, 4BER-BRR-BT, EKR
TLIE(HR)

RTF R ZRWICERET / LANOZERIGE
EFENEDRFE

Selective Gene Transduction into the Chloroplast
Genome by Peptide-based Method

EH BT, JHREE, FIE, REH
o', JBHEER"? (B, ZRBK-BR
TEMERD

Construction of a novel inducible gene
expression system towards developing a
synthetic regulatory circuit in the plant
Jekson Robertlee, Shinya Hagihara (Molecular
Bioregulation Research Team, RIKEN CSRS)

TINARUY KT Ay MNERFIC & BB
KRBERFEREEEANZX L

A mechanism of lactate dehydrogenase
cryoprotective activity by K-segment sequence of
dehydrin

AEHEBK, SRAEWS FRIEM234 (8
MRRE- = 2FEREARIERT SEMA-R, 45
AT — >R

AR kL RBEIC & - TEERETF bZIP60
ICH U % ORF2 DHERERRMT

Functional analysis of bZIP60 ORF2 translated under
the ER stress response

EBOMz TS REKRHE A5 8HEE
sl #E=, NRE (RRAZKE R2H
EE )
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2Ap-10
DALFTHORICERT HEOUII VT
ILAOA ROFHES L ZDESRICEST
% Homospermidine synthase D f##fT
Pyrrolizidine alkaloids are biosynthesized and
accumulated in flowers of Myosotis scorpioides

S R, BHRILRE2 (FEMRFERZ
Bt REETAMER, MEMRFE EPEEH)

2Cp-10
DNA-£7 ./ R FHEERAD Cas9-RNP DF A
ENR—=F 1 VLA YADIGH

Encapsulation of Cas9-RNP into DNA-functionalized

colloidal crystals and their application to biolistic
bombardment

BAEN, BRER, BRER! HIIE

782, BT XX (ERT-E970EX, 2%
K- RFKH)

2Cp-11
T4 A A—BEIRE%Z B\ CRISPR/Cas9

RNPBAICEL 2T/ LiREA RO

Genome editing in rice by direct delivery of CRISPR/
Cas9 ribonucleoprotein using the sonication-
assisted whisker method

PR ER!, KB E2, FHER, HHEXR
T, R AR, BE EX F)IEE?

(ERM-£70tXR, 2RIV 7505
A/ R—=2a v X, SAHERENR ()

2Cp-12 ENRI
NSVRTSTT4VTIEHBITZ2ERDSTE
ANDIYT 2 5—EY VINVEDBE
Movement of luciferase protein from rootstock to
scion in transgrafted plants

ARAR—F', #BL =T, NIFEK, EAR
M2 KEARHF, sR¥, BEER (F
EXR-BEE KRAZK-REF)

2cp-13

BLFREAKR IR TFRERKE QLR
EAEEICERY 2B MmE STl R O i
Food safety studies on the fruits from non-GM
tomato scion grafted onto GM tobacco rootstock

ek =", ZHEER: HEE B NI
K3 R Ak BRI REERY K
HAR (KRRFIIRPARZERERRRERNZ
R, ZRIRFIIAZPEMFRERZE, 3K
AL ARPRZFREAAER, A TEXRZEXR
FRE=PHER)

2Cp-14 I

NS DB FIZERET 5O OREHRE
=D

Establishment of a Crossing Survey Method for
Detecting Gene Flow of Roses

EEER, N s, BEEL (RE
FIR-BeEamRE, Y hU—o0—/NL
A/ R=vavtry—#))

2Cp-15 [ENRI

fREEFERBT— Y ICED< X aL—Y 3
VETFIICEL B des9 EfzFHEZI—HY
DBTEREMR AT BRI D F ]

Prediction of potential plantation areas of des9

transgenic Eucalyptus by simulation model based on
the confined field trial data

PHARE, HREME, MRAE, RFH
3O A5, 8 NS4S, NH K45
(UK B BT EREMPMBE 2FURK-
Bt EMERRRIANITR, SHRK - EMPER
PURR-ERRIER, SHIEK-T-PIRC)

2Ep-10
YOAXFRXFTFNARYVIcKBURY —
LRAEREERICEY 285

A study on a liposome cryoprotection by a
dehydrin from Arabidopsis thaliana

A RiL, BKIEN?, HEHRE? fhEE

BR134S, R IEAD34AS (ERRKET- & AR
EXNRGEZREN T, 3FMARER,
BER-E CBERSY — YR

2Ep-11
YOARXFAFIERBFZy-TFILIZIETY
27z 5—EET 4 NTIFUVEREBRICEK
BUNEIFAYROTIVG FA Y -EHEY
BEEDRE T

Characterization of y-glutamyltransferase and
phytochelatin synthase mediated catabolism of
glutathione and glutathione S-conjugates in
Arabidopsis thaliana

FHEEX BNEA S8EX BEAEX
BB, Rafael Prieto (REBFEIRBIFEKRE, /N1
AHA T 2AERH)

F2s

2Fp-10

Tadukan ICHRY 2 RIS HERIRMEL XD
REEEREMBEET

The candidate genes for fertility restoration in
Tadukan-type cytoplasmic male sterile rice

BR S, EESEZ, mHHBz M5 A
73 Bl s (RIER-BE- &, 2hiiK:
B2, SERF-CRIESRBZEMREY 5 )

2Fp-11
Y RDURNY VG RO BOREINE
Environmental response of lipocalin proteins in
tomato

E& ER', Wahyudi Anung?, FR &h0
T AR ST (BAX-RER, FHHE
R-EER PN, SEEXRBF)

2Fp-12
b ¥ N REBEBEEME ghost white DFRIFTY
AT

Phenotypic analysis of tomato fruit white mutant
ghost white

WHEZN, PR, #ES, FRR A
F, AR ST (BEX-REZ 2THS
X-B)
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